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Introduction

Methods & Results

Bioinformatics research in virology requires the support of prior =

knowledge on viruses. Databases allow for efficient access to The VJDB runs on the de.NBIP° cloud as an OpenStack service consisting of

multidimensional, structured data due to a large volume capacity, ~12.5M multiple instances. Sequences and metadata are hosted on the Aruna
simultaneous access for multiple users, and search and sort viruses Object Storage system. We ingested data from several sources including
functionality on the data. Currently, virus databases vary in terms of _ the ICTV®, NCBI Virus” and the BV-BRC® and integrated these into a virus
FAIRness and can contain errors propagated from user-submitted data data model using a MySQL database in the backend. The backend
in primary sequencing repositories. The goal of the VirJenDB (VJDB) 35 ~10K connects to the front end through a RestAPI and the code is developed via
group is to develop an umbrella database covering all viruses in a single metadata Species GitHub. The resulting merged dataset is available through the web

fields

interface. The VJDB beta version v0.1 is currently available (see below) for
users to search, browse, select, and download genome sequences and
metadata.

platform which will provide user-friendly access to curated virus
sequences and metadata data for downstream analyses.

Discussion
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The data collected from the different sources must be merged, standardized
and harmonized with existing standards (e.g. GSC MIxS Vi and UViG). Manual
metadata curation and correction on the VJDB v0.1 dataset are in progress while
community and automatic curation are planned. Further developments
planned for the upcoming year include automating data ingestion and adding
data sources. With the help of the infrastructure provided by the de.NCBl and the
support of the NFDI4Microbiota®, various services are being prepared to
establish security.
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Contacts: shahram.saghaei@uni-jena.de, noriko.cassman@uni-jena.de.

SO B

-----
.....

@&
A ERM 4 DRK FOR BIOINFORMATICS INFRASTR RE DI G =) ]
DIOINFC

A ® l‘ B A A



